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1455323 at |RB-associated KRAB r{BB446066 57782]gb:BB446066 /D 2.282
1455359 at |RIKEN cDNA C13008{BB794593 226829{gb:BB794593 /D 2.282
1456311 x at{RIKEN cDNA 2410004AV215583 71988|gb:AV215583 /) 2.282
1418988 at |peroxisome biogenesis [NM 008822 18634 |gb:NM 008822, 2.297
1419397 at |polymerase (DNA direNM 008892 18968 |gb:NM 008892, 2.297
1428326 s at |heat-responsive protein| AK005016 15473|gb:AK005016.1 2.297
1434392 at |ubiquitin specific prote{ BM235696 17847|gb:AV016345 /T 2.297
1437611 x at|kinesin family member|BB104669 73804{gb:BB104669 /D 2.297
1450194 a at|myeloblastosis oncogerfNM 033597 17863 |gb:NM 033597. 2.297
1451521 x at|Williams-Beuren syndr{BC014796 22384|gb:BC014796.1 2.297
1452061 s at|spermatid perinuclear RAK006314 20744 |gb:AK006314.1 2.297
1452192 at |cDNA sequence BCO53BM502329 234344[gb:BM 502329 /1 2.297
1435070 at |AE binding protein 2 |BQ174632 11569|gb:BQ174632 /O 2.297
1454952 s at [RIKEN ¢cDNA B13005{BG069311 78658{gb:BG069311 /D 2.297
1415794 a at|spindlin BM228780 20729{gb:NM 011462. 2.313
1426956 a at|transformation related f|AJ414734 27223|gb:AJ414734.1 / 2.313
1452359 at |expressed sequence AABI248354 100532 {gb:B1248354 /D] 2.313
1455012 s at |tripartite motif protein JBM 119247 68729|gb:BM119247 /1j 2.313
1434030 at |cDNA sequence BC034BG068714 207704{gb:BG068714 /D) 2.313
1434870 at |[RIKEN cDNA 2810004BB121003 66523|gb:BB121003 /D) 2.313
1418209 a at|profilin 2 NM 019410 18645|gb:NM 019410. 2.329
1419912 s at|serine/threonine kinase |AW557906 20901]|gb:AW557906 /]| 2.329
1424136 a at|peptidyl prolyl isomerajBC016565 66101|gb:BC016565.1 2.329
1424227 at |polymerase (RNA) III (AK019868 78929|gb:BC010793.1 2.329
1426473 at |[Dnal (Hsp40) homolog|BM942465 108671 {gb:BM942465 /I 2.329
1426578 s at|SNAP-associated prote]BB667523 20615]|gb:BB473485 /D 2.329
1433946 at |zinc finger protein inteff BE§24681 22775|gb:BE824681 /D 2.329
1448405 a at|CREBBP/EP300 inhibi{BC010712 58521]|gb:NM 025613. 2.329
1451251 at |amyloid beta precursor [BC018442 66884 |gb:BC018442.1 2.329
1451968 at |X-ray repair compleme]AF166486 22596|gb:AF166486.1 2.329
1453928 a at|Sjogren syndrome antig AK017822 20823|gb:AK017822.1 2.329
1434267 at |NIMA (never in mitosi{BG069735 18004|gb:BG069735 /D) 2.329
1434294 at |cDNA sequence BC0O31BB183166 245622[gb:BB183166 /D 2.329
1436125 at |[DNA segment, Chr 16,[AV381575 67102{gb:AV381575 /0 2.329
1446748 at |[RIKEN cDNA 20100071BB483585 69849[gb:BB483585 /D 2.329
1417910 at [cyclin A2 X75483 12428[gb:NM 009828. 2.346
1420093 s at |heterogeneous nuclear jAU015266 50926]gb:AU015266 /I 2.346
1433543 at Janillin, actin binding pr{B1690018 68743|gb:B1690018 /DJ 2.346
1433903 at |expressed sequence AUBM?227771 328099{gb:BM227771 /I 2.346
1438092 x at|H2A histone family, mAV003424 51788]gb:AV003424 /T 2.346
1428886 at |[retinoblastoma binding |AK016773 213464 |gb:AK016773.1 2.346
1429013 at |RIKEN ¢cDNA 290000JAK021126 78283|gb:AK021126.1 2.346
1433623 at |zinc finger protein 367 |BE629588 238673[gb:BE629588 /D) 2.346
1442465 s at |spermatid perinuclear RAV377824 20744|gb:AV377824 /T 2.346
1455475 at  |Clane TIMAGR-4A5076R RGNT1ASS oh-RGNT1ASS /M 7 34A
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1437278 a at|ubiquitin-like 1 (sentrinf BB040804 50995(gb:BB040804 /D) 2.362
1448720 at |RIKEN cDNA 261004(NM 024194 67144[gb:NM 024194, 2.362
1428251 at |RIKEN cDNA 493140(AK016419 74355|gb:AK016419.1 2.362
1428754 at |RIKEN cDNA 3300001BB752934 66926|gb:BB752934 /D) 2.362
1454764 s at|solute carrier family 38|BF165681 105727|gb:BF165681 /D| 2.362
1456087 at [RIKEN cDNA 9430024BB089547 320503]gb:BB089547 /D) 2.362
1456633 at |[RIKEN cDNA 6330504BB313276 329038]gb:BB313276 /D) 2.362
1424156 at [retinoblastoma-like 1 (]JU27177 19650|gb:U27177.1 /DI 2.378
1448938 at |replication protein A3 [NM 026632 68240]|gb:NM 026632. 2.378
1428304 at [RIKEN cDNA 2410004AK010391 71988[gb:AK010391.1 2.378
1436161 at |androgen-induced proli|BB442341 100710]|gb:BB442341 /D 2.378
1437422 at |sema domain, seven thifAV375653 20356]|gb:AV375653 /0 2.378
1419267 at |nuclear transcription fad AV250496 18045|gb:AV250496 /) 2.395
1419700 a at|prominin 1 NM 008935 19126{gb:NM 008935. 2.395
1438172 x at{RIKEN cDNA 4933424BB091183 71151{gb:BB091183 /D 2.395
1438554 x at|Williams-Beuren syndriAU044391 22384{gb:AU044391 /T 2.395
1449008 at [tubby-like protein 3 [NM 011657 22158[gb:NM 011657. 2.395
1455036 s at [RIKEN cDNA 1810004AV 124743 68197|gb:AV124743 /) 2.395
1428522 at |transcription terminatio]BB283807 74044|gb:AK014607.1 2.395
1434682 at |RIKEN cDNA 643060]AV347367 228491{gb:AV347367 /T 2.395
1437873 at |RIKEN cDNA 603049(BB044772 240064{gb:BB044772 /D 2.395
1419033 at |RIKEN cDNA 261001§AWS556821 70415|gb:AW556821 /]] 2.412
1421943 at |transforming growth faM92420 21802|gb:U65016.1 /DJ 2412
1423565 at |phosphoribosylaminoin|BM207712 67054|gb:BM207712 /1 2.412
1434776 at |sema domain, seven thr|BQ176610 20356|gb:BQ176610 /O 2.412
1448379 at [POT1-like telomere endNM 133931 101185]gb:NM 133931. 2.412
1424085 at [NADH dehydrogenase [BCO11114 17992{gb:BC011114.1 2.428
1427965 at [single-stranded DNA b{BG073014 381760]gb:BG073014 /) 2.428
1427971 at |cDNA sequence BC029BB622571 214498|gb:BB321838 /D) 2.428
1429491 s at [DNA segment, Chr 2, HAK018316 51869|gb:AK018316.1 2.428
1429739 a at|zinc finger protein 278 | AK018372 56218[gb:AK018372.1 2.428
1433552 a at|polymerase (RNA) II (I|BQ177004 231329]gb:BQ177004 /) 2.428
1438991 x at|protein phosphatase 2 ({BB109449 51792{gb:BB109449 /D) 2.428
1449200 at [nucleoporin 155 BG073833 170762]gb:BG073833 /) 2.428
1452209 at [plakophilin 4 AV286396 227937]gb:AV286396 /I 2.428
1456730 x at|expressed sequence C7{BB094081 56456]gb:BB094081 /D 2.428
1429394 at |[RIKEN cDNA A13001{BB025778 319266{gb:BB025778 /D 2.428
1433751 at |[solute carrier family 39|BM250411 227059|gb:BM250411 /I 2.428
1433781 a at|claudin 12 AWS554231 64945|gb:AW554231 /]| 2.428
1416544 at |enhancer of zeste homo|NM 007971 14056|gb:NM 007971. 2.445
1424206 at |SWI/SNF related, matriBI1661719 93762|gb:AF375046.1 2.445
1428485 at [carbonic anyhydrase 12]AK009873 76459]gb:AK009873.1 2.445
1435103 x at|phenylalanine-tRNA sy|AV116958 23874|gb:AV116958 /I 2.445
1437033 a at|S-phase kinase-associatf BB784099 27401|gb:BB784099 /D 2.445
1451175 at  [eDNA ceanence RONOTIRCO17133 722164 |ch-RCNTTI32 1 7 445
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1435676 at |hypothetical protein DO|BB445523 214552{gb:BB445523 /D) 2.445
1447363 s at |budding uninhibited by|AU045529 12236{gb:AU045529 /0 2.445
1416607 at |RIKEN cDNA 4931404A1461712 70984[gb:NM 133732. 2.462
1417239 at |centrin 3 BC002162 12626{gb:BC002162.1 2.462
1417313 at |[LSM7 homolog, U6 sm{NM 025349 66094|gb:NM 025349. 2.462
1422592 at [catenin delta 2 NM 008729 18163[gb:NM 008729. 2.462
1426760 at |importin 8 AW413962 320727]gb:BC027360.1 2.462
1434896 at |zinc finger protein 422,|BM230211 77652|gb:BM230211 /I 2.462
1436993 x at|profilin 2 BB560492 18645{gb:BB560492 /D 2.462
1438091 a at|{H2A histone family, m{AV003424 51788[gb:AV003424 /0 2.462
1454607 s at |phosphoserine aminotrd AV216491 107272]gb:AV216491 /T 2.462
1429759 at |ribosomal protein S6 ki|BB449218 67071]|gb:BB402211 /D 2.462
1433762 at |[RIKEN cDNA C63004{BB182501 68285[gb:BB182501 /D 2.462
1434286 at |trichorhinophalangeal s|BQ176054 83925]gb:BQ176054 /D 2.462
1436071 at |Transcribed sequences |BQ175953 gb:BQ175953 /D 2.462
1454625 at |PHD finger protein 6 |BG073473 70998|gb:BG073473 /I 2.462
1416866 at [blocked early in transpdNM 009748 12068|gb:BC005572.1 2.479
1418083 at |[RIKEN cDNA 0610004NM 025319 66050|gb:NM 025319. 2.479
1421317 x at|myeloblastosis oncogerfNM 033597 17863 |gb:NM 033597. 2.479
1434079 s at |minichromosome main{BB699415 17216|gb:BB699415 /D) 2.479
1435602 at |selenophosphate synthel BE200310 20768|gb:BE200310 /D 2.479
1454785 at |dual specificity phosph{ BE951717 72102|gb:BE951717 /D) 2.479
1434365 a at|similar to hypothetical {BB093351 381306|gb:BB093351 /D 2.479
1456698 s at |heterogeneous nuclear 1BB711246 50926]gb:BB711246 /D 2.479
1416151 at |splicing factor, arginingNM 013663 20383|gb:BB470806 /D) 2.497
1422824 s at|epidermal growth factoj]NM 007945 13860(gb:NM 007945. 2.497
1423531 a at|heterogeneous nuclear 1B1663320 15382|gb:B1663320 /D] 2.497
1423747 a at{RIKEN ¢cDNA D53002{BC027196 228026]gb:BC027196.1 2.497
1424020 at |ADP-ribosylation facto]BB837198 65103|gb:BC019550.1 2.497
1435669 at |[RIKEN cDNA C53003{BB404446 328977]|gb:BB404446 /D) 2.497
1435043 at [phospholipase C, beta {BB794831 18795{gb:BB794831 /D 2.497
1437375 at |0 day neonate thymus ¢|[BB745175 gb:BB745175 /D) 2.497
1416558 at |maternal embryonic leyyNM 010790 17279]|gb:NM 010790. 2.514
1418308 at [Husl homolog (S. pom|NM 008316 15574{gb:NM 008316. 2.514
1423758 at |[RIKEN cDNA E43003{BG069656 23881]gb:BG518564 /) 2.514
1424292 at |DEP domain containing BC005799 76131{gb:BC005799.1 2.514
1460179 at |Dnal (Hsp40) homolog|BF141076 15502|gb:NM 008298. 2.514
1434217 at |[RIKEN ¢cDNA C33001{BB400635 215476]gb:AV283764 /I 2.514
1438018 at |hook homolog 1 (DrosdBB463518 77963|gb:BB463518 /D 2.514
1417506 at |geminin NM 020567 57441|gb:NM 020567. 2.532
1417719 at |[sin3 associated polypep|NM 021788 60406|gb:NM 021788. 2.532
1425476 at |procollagen, type IV, all BM250666 12830|gb:BM250666 /1] 2.532
1434909 at [RIKEN cDNA C03000{BF462770 100146]gb:BF462770 /D 2.532
1416706 at |[ribulose-5-phosphate-3{BG916066 66646|gb:BC019126.1 2.549
1418777 at  [nuecleanarin 155 RGNT3R 170767 |oh-NM 133277 7 549
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1420907 at |CD2-associated protein|BB398671 12488|gb:BM201213 /Ij 2.567
1422445 at |integrin alpha 6 BM935811 16403|gb:BM935811 /Ij 2.567
1424046 at [budding uninhibited by|AF002823 12235{gb:AF002823.1 2.567
1429295 s at |thyroid hormone recept] AK010336 69716|gb:AK010336.1 2.567
1452241 at |RIKEN cDNA 2810429BC007170 235559{gb:BC007170.1 2.567
1456393 at |programmed cell death |[A1642124 18569|gb:Al642124 /D] 2.567
1418210 at |profilin 2 NM 019410 18645|gb:NM 019410. 2.585
1454694 a at|topoisomerase (DNA) [|[BM211413 21973[gb:BM211413 /I 2.585
1454991 at |7 days neonate cerebell{ BB264620 gb:BI080151 /D] 2.585
1418158 at [transformation related fNM 011641 22061 |gb:NM 011641. 2.603
1419749 at |DNA methyltransferasg BB010597 13434 |gb:NM_010067. 2.603
1425425 a at|Wnt inhibitory factor 1|BC004048 24117|gb:BC004048.1 2.621
1428502 at |ARP6 actin-related prof AK008409 67019]|gb:AK008409.1 2.621
1430147 a at|RIKEN cDNA 493055JAK016109 75316|gb:AK016109.1 2.621
1439251 at [|iduronidase, alpha-L- [B1133445 15932|gb:BI133445 /DJ 2.621
1449581 at |EMI domain containingNM 080595 140703 ]gb:NM 080595. 2.621
1452661 at |transferrin receptor AKO011596 22042 [gb:AK011596.1 2.621
1433746 at |WD repeat domain 3 [BG063575 269470{gb:BG063575 /D) 2.621
1434001 at [RIKEN cDNA 2210019AV004411 70387{gb:AV004411 /0 2.621
1435435 at |cortactin binding protei{BB357580 30785]gb:BB357580 /D) 2.621
1437187 at |E2F transcription factof BG069355 52679|gb:BG069355 /I 2.621
1454846 at |expressed sequence AWAV227804 105372|gb:AV227804 /D 2.621
1454877 at |SERTA domain contai]BQ174721 214791|gb:BQ174721 /D 2.621
1416299 at [Shc SH2-domain bindifNM 011369 20419{gb:NM 0113609. 2.639
1421534 at [fibroblast growth factoff NM 008016 14210|gb:NM 008016. 2.639
1422430 at |fidgetin-like 1 NM 021891 60530|gb:NM 021891. 2.639
1423781 at |amyloid beta precursor |BC019163 234664|gb:BC019163.1 2.639
1425255 s at |RIKEN cDNA 2810034BC006805 72692|gb:BC006805.1 2.639
1449303 at |sestrin 3 NM 030261 75747|gb:NM 030261. 2.639
1452199 at |RIKEN cDNA 2700094BB667255 72649|gb:AF408433.1 2.639
1447694 x at|neogenin BB350308 18007|gb:BB350308 /D) 2.639
1420174 s at|Tax1 (human T-cell leufC85320 52440{gb:C85320 /DB 2.657
1422414 a at|calmodulin 2 NM 007589 12314|gb:NM 007589. 2.657
1438680 at |RIKEN cDNA A73001|BB429147 330203]gb:BB429147 /D) 2.657
1448283 a at|ubiquitin-like 1 (sentrifNM 016682 50995|gb:NM 016682. 2.657
1418281 at |[RADS51 homolog (S. ce{NM 011234 19361{gb:NM 011234. 2.676
1423564 a at|phosphoribosylaminoin|BM207712 67054|gb:BM207712 /1j 2.676
1424205 at [SWI/SNF related, matr{B1661719 93762{gb:BC021922.1 2.676
1427161 at |leucine, glutamic acid, | BE848253 108000{gb:BB049243 /D) 2.676
1433440 x at|ubiquitin-like 1 (sentrinfBB791850 50995]gb:BB791850 /D 2.676
1431353 at |[RIKEN cDNA C33005{AA276770 78704|gb:AA276770 /T 2.676
1436247 at |RIKEN cDNA 4632419AWS552294 74038{gb:AW552294 /1 2.676
1426380 at |eukaryotic translation il AW 741459 75705|gb:AW741459 /]| 2.694
1426985 s at [RIKEN cDNA 281048A V337692 72826|gb:AV337692 /I 2.694
14285871 at  |hnddino nminhihited hv|RR470R8A 17725|0h-RRA470R8A /T 7 A04
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1448959 at |NADH dehydrogenase [NM 010887 17993 |gb:NM 010887. 2.713
1449217 at [caspase 8 associated pr{NM 011997 26885|gb:NM 011997. 2.713
1451669 at |protein phosphatase 1B[AJ271836 19043 |gb:AJ271836.1 / 2.713
1452422 a at|U2 small nuclear ribony AW537796 20639|gb:AW537796 /]| 2.713
1418563 at |RIKEN cDNA 1200009BC006030 66870|gb:NM 025814. 2.732
1448172 at |malate dehydrogenase |[NM 008618 17449|gb:NM 008618. 2.732
1459835 s at |DnalJ (Hsp40) homolog|BB414617 15502|gb:BB414617 /D 2.732
1423847 at |RIKEN cDNA 2810404BC025460 68298|gb:BC025460.1 2.751
1424264 at |mediator of RNA polynBC013096 69792|gb:BC013096.1 2.751
1435820 x at|discoidin domain recep{AI874681 12305|gb:AI874681 /D] 2.751
1455961 at |membrane metallo end{AV 174022 17380|gb:AV174022 /T 2.751
1434678 at |expressed sequence AI§AV306759 102927]|gb:AV306759 /T 2.751
1449628 s at [START domain contaifAI852671 99138|gb:Al852671 /D] 2.770
1442350 at |0 day neonate skin cDNAV233462 gb:AV233462 /D 2.770
1438540 at |Transcribed sequences |AV328325 gb:AV328325 /1 2.789
1432016 a at]isocitrate dehydrogenas| AK003393 67834|gb:AK003393.1 2.809
1451080 at Jubiquitin specific protedBC018179 230484{gb:BC018179.1 2.828
1423091 a at|glycoprotein méb AKO016567 14758 gb:AK016567.1 2.848
1452242 at |RIKEN cDNA 1200004 AK004655 74107|gb:AK004655.1 2.848
1448635 at |SMC2 structural maint¢NM 008017 14211|gb:NM 008017. 2.868
1447693 s at |neogenin BB350308 18007|gb:BB350308 /D) 2.868
1437370 at |[shugoshin-like 2 (S. po]AV316937 68549|gb:AV316937 /T 2.949
1423591 at |FGFRI1 oncogene partn|AK004662 67529]|gb:AK004662.1 2.969
1429642 at |ANI, ubiquitin-like, ho]AK012639 67492|gb:AK012639.1 2.969
1422643 at |monooxygenase, DBH-{NM 021509 59012{gb:NM 021509. 2.990
1428976 at |thymopoietin AK017463 21917|gb:AK017463.1 3.031
1419513 a at|ect2 oncogene NM 007900 13605[gb:NM_007900. 3.117
1424300 at |gem (nuclear organelle)BC025157 67242|gb:BC025157.1 3.117
1425753 a at|uracil-DNA glycosylas¢ BC004037 22256|gb:BC004037.1 3.204
1438455 at |RIKEN cDNA C33005{A1464220 78704 |gb:A1464220 /D] 3.249
1420928 at [|beta galactoside alpha 2BG075800 20440{gb:BG075800 /D 3.272
1437313 x at|high mobility group boC85885 97165]gb:C85885 /DB 3.272
1448226 at |ribonucleotide reductas{NM 009104 20135|gb:NM 009104. 3.294
1456901 at |Transcribed sequences |AI450842 gb:AI450842 /D] 3.555
1456756 at |RIKEN cDNA E43001{BB295976 320578]gb:BB295976 /D) 3.681
1449176 a at|deoxycytidine kinase |NM 007832 13178|gb:NM 007832. 3.706
1418656 at |LSMS5 homolog, U6 sm|NM 025520 66373|gb:NM 025520. 3.784
1422504 at |glycine receptor, beta syNM 010298 14658|gb:NM 010298. 3.864
1439012 a at|deoxycytidine kinase |BB030204 13178|gb:BB030204 /D) 4.141
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