Normal result on direct amnio and whole
genome amplification
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Abnormal CMA Images
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Trisomy 21
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Min. Start | Min. Stop

Chr Max. Start | Max. Stop RefSeq Genes (max. 50) Value Status =
Min. Size | Max. Size
LIFI, RBM11, HSFALZ, SAMSNL, NRIP1, USPZ5, C210rf34,
14,445,069|46,913,737| CxADR, BTG3, C21orf9l, CHODL, PRSS7, MCAMZ, MRFLZS,
JAMZ, ATPS], GABPA, 8PP, CY¥YR 1, ADAMTS1, ADAMTSE,
MEAMTL, ZNF294, RWDDZE, USPLE, CCTa, C210rf7, BACHL, ABMNORMAL | Flot|UCsC
21:g11.2-022.3 1 46,944,323 GRIK1, CLDMN17, CLONE, KRTAFZ24-1, KRTAPZS-1, KRTAPZE-1, | GAIN| (POSITIVE Similar
KRTAP27-1, KRTAP23-1, KRTAPL13-2, KRTAPL3-1, KRTAPL3-3, FINDING) Cases
KRTAPL1Z-4, KRTAPLS-1, KRTAPL1S9-1, KRTAPLS9-2, KRTAP19-3,
37 450 45 044 KRTAP19-4, KRTAP19-5, KRTAP19-6, KRTAP19-7, KRTAPS-3,
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Prader-Willi/Angelman deletion
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Min. Start Min. Stop
Chr Max. Start | Max. Stop RefSeq Genes Value
Min. Size Max. Size
21,365,890 | 25,950,338
MAGEL2, NDN, C150rf2, SNRPN, SNURF,
15:911.2-q13.1 | 20,642,827 | 27,938,509 | UBE3A, ATP10A, GABRB3, GABRAS, LOSS
GABRG3, OCA2
4.584 7.296
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https://galton.imgen.bcm.tmc.edu:8443/cgh/summaryplot/29905/15/0-100338915
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=MAGEL2%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=NDN%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=C15orf2%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=SNRPN%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=SNURF%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=UBE3A%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=ATP10A%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=GABRB3%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=GABRA5%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=GABRG3%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?CMD=search&DB=gene&orig_db=gene&term=OCA2%5Bsym%5D+AND+Human%5BORGN%5D&submit=Go&cmd=Search

Prader-Willi/Angelman deletion

Coords: Chr15:0-100338915
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Prader-Willi/Angelman deletion

Coords: Chr15:20443316-28087557
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